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Abstract 

Saccharomyces cerevisiae is essential in the production of ethanol, thanks to its fermentative efficiency. 
Meanwhile, in the fermentation process, stress conditions can alter the biochemical changes of these 

microorganisms, influencing the production of metabolites. In this sense, this study aims to investigate the 

stress factors present in the ethanolic fermentative process, as well as to analyze the influence of temperature 
on glycogen accumulation in industrial cells of Saccharomyces cerevisiae. It was a pre-inoculum with 0.10 g 

of the yeasts Catanduva-1 and Pedra-2 without the liquid YPSac 5%. The biomass obtained was inoculated in 

cane broth at 15 ⁰Brix and incubated in different cultivation conditions. The glycogen was extracted with 

sodium carbonate (Na2CO3 0.25 M) and determined by enzymatic method and readings at 525 nm. The results 
show that, during the ethanol fermentation process, the yeasts face several stress factors that can impair their 

fermentative performance. An analysis of glycogen accumulation revealed that there were differences in the 

profile between the cells, and Pedra-2 showed significant accumulation at 30 and 35 °C after 10 hours of 
fermentation.  
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Resumo 

Saccharomyces cerevisiae são fundamentais na produção de etanol, graças à sua eficiência fermentativa. 

Entretanto, no processo fermentativo, as condições de estresse podem alterar as rotas bioquímicas destes 
microrganismos influenciando na produção de metabólitos. Neste sentido, este estudo visou investigar os 

fatores de estresse presentes no processo fermentativo etanólico, bem como analisar a influência da 

temperatura no acúmulo de glicogênio em linhagens industriais de Saccharomyces cerevisiae. Um pré-inóculo 
com 0,10 g das leveduras Catanduva-1 e Pedra-2 no meio líquido YPSac 5% foi preparado e a biomassa obtida 

foi inoculada em caldo de cana a 15 ⁰Brix e então, incubadas em diferentes condições de cultivo. O glicogênio 

foi extraído com Na2CO3 0,25 M e determinado por método enzimático e leituras em 525 nm. Os resultados 
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evidenciaram que, durante o processo de fermentação de etanol, as leveduras enfrentaram vários fatores de 

estresse que podem prejudicar sua performance fermentativa. A análise do acúmulo de glicogênio revelou que 

houve diferenças no perfil entre as linhagens, a Pedra-2 apresentou acúmulo significativo a 30 e 35 °C após 
10 h de fermentação.  

 

Palavras-chave: Processos Fermentativos. Metabolismo Celular. Glicogênio. 

 

 

1 Introduction 

The production of bioethanol from renewable sources has gained prominence as a more 

sustainable alternative to fossil fuels. In a scenario where the search for sustainable alternatives is 

imperative, various technologies have been employed to enable the energy transition. Among these 

approaches, the use of the yeast Saccharomyces cerevisiae has emerged as one of the most effective 

and well-established strategies for bioethanol production (Caballero-Sanchez et al., 2023). These 

yeasts are recognized for their versatility and have been widely explored in alcoholic fermentation 

due to their intrinsic ability to convert simple sugars into ethanol and carbon dioxide (Menezes; De 

Castro; Rocha, 2022). 

The utilization of these microorganisms in bioethanol production presents several advantages. 

Beyond their inherent capacity for high sugar-to-ethanol conversion rates, S. cerevisiae is easily 

cultivable on a large scale, non-pathogenic, and genetically modifiable, allowing optimization 

through metabolic engineering. Additionally, it exhibits a high viability rate, making it feasible for 

industrial processes (De Moraes et al., 2022; Zheng et al., 2022). However, despite these advantages, 

some challenges persist, as fermentation efficiency and yeast performance are influenced by various 

factors that can induce cellular stress. 

The fermentation process is affected by multiple interconnected factors that can directly impact 

yeast fermentative performance, such as temperature fluctuations, which influence S. cerevisiae 

metabolism during fermentation. Indeed, yeasts exhibit sensitivity to thermal changes, which results 

in distinct metabolic and physiological responses that can affect enzymatic activity, reaction kinetics, 

and, consequently, the yeast’s metabolic profile. These responses can vary significantly depending 

on the stress factor and its interaction with other variables (Santos et al., 2022). 

Nevertheless, the adaptability of this microorganism extends beyond ethanol production, 

encompassing a set of remarkable adaptive strategies that enable it to adjust to adverse environmental 

conditions. Under high-temperature conditions, S. cerevisiae enhances its production of self-

protective compounds, such as trehalose and glycogen, which play fundamental roles in its survival 

and adaptation. According to Santos et al. (2018), elevated temperatures and prolonged fermentation 

times influence the production of these metabolites, consequently reducing yeast fermentative 

capacity and leading to decreased ethanol production. 
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Trehalose, a disaccharide, is typically synthesized in response to thermal stress and acts as an 

osmoprotective "shield," minimizing cell dehydration and preserving cellular structure and function 

against the detrimental effects of excessive heat (Yap et al., 2021). In parallel, glycogen accumulation 

represents another thermal stress response mechanism in yeast. As a polysaccharide energy reserve, 

glycogen provides yeast with a sustainable energy source during periods of low metabolic demand or 

stress conditions (Betlej et al., 2020). 

The ability to accumulate trehalose and glycogen also enhances yeast adaptability to dynamic 

environmental conditions, contributing to its metabolic versatility and, ultimately, its evolutionary 

competitiveness. These adaptive strategies not only ensure yeast survival under thermal variations 

but also allow the resumption of vital metabolic activities once conditions stabilize (Elbakush; Güven, 

2021). This demonstrates the efficiency of S. cerevisiae in adapting to diverse scenarios, ensuring its 

viability and evolutionary competence. 

Understanding yeast physiology and analyzing its responses to different stress conditions is an 

approach that can provide highly relevant insights. These insights can be instrumental in the 

appropriate selection of strains for fermentative processes, particularly in bioethanol production. 

Furthermore, the knowledge generated is not limited to this application but also extends to other areas 

of biotechnology where yeasts play an essential role. Thus, this study aimed to investigate the stress 

factors present in the bioethanol fermentation process and analyze the influence of temperature on 

glycogen accumulation in industrial strains of Saccharomyces cerevisiae. 

 

2 Material and Methods 

2.1 Microorganism 

The yeast strains Catanduva 1 and Pedra 2 were obtained from the company LNF Latino 

Americana Biotecnologia Aplicada, located in Bento Gonçalves, Rio Grande do Sul. 

 

2.2 Pre-inoculum and fermentative conditions 

The pre-inoculum was prepared using the classic YPSAC 5% culture medium, containing: 1.0% 

(w/v) yeast extract; 1.0% (w/v) peptone; 5.0% (w/v) sucrose; with pH adjusted to 5.0 using 1N HCl. 

All materials were autoclaved at 120 °C for 20 min. Subsequently, 0.10 g of lyophilized yeast was 

added and incubated for 24 h at 30 °C at 200 rpm. After this period, the cells were collected, 

centrifuged (800 g for 20 min), and washed three consecutive times in sterile saline solution (0.85%), 

resulting in a biomass concentration of 10 mg.mL⁻¹. This biomass was then inoculated into the 

fermentative medium, previously prepared with 50 mL of sterilized sugarcane juice at a concentration 
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of 15°Brix without pH adjustment, in 125 mL Erlenmeyer flasks, which were incubated at 30, 35, 

and 40 °C in an incubator without agitation. At predetermined fermentation times of 10, 20, 30, and 

40 h, aliquots were taken for analysis. 

 

2.3 Cell viability analysis 

To evaluate cell viability, 10 µL of the samples were collected and added to methylene blue 

dye. Cell counting was performed using a Neubauer chamber with the aid of an optical microscope, 

following the method described by Lee et al. (1981). 

 

2.4 Glycogen quantification 

Glycogen was extracted using 0.25 M Na₂CO₃ and determined by the enzymatic method using 

glucose oxidase and peroxidase (Parrou; François, 1997). Readings were taken at 525 nm, and results 

were expressed as nmoles.mg⁻¹.cells⁻¹. 

 

2.5 Statistical analysis 

Data analysis, including mean and standard deviation calculations, as well as graphical 

representations, were performed using Excel Software (2019). The experiments were conducted 

independently in triplicate. 

 

3 Results and Discussion 

In the evaluation of cell viability of the industrial yeast strains Pedra-2 and Catanduva-1, both 

exhibited approximately 98% viability after 10 hours of fermentation under the assessed conditions. 

However, at longer fermentation times, a decline in cell viability was observed, with a more 

pronounced decrease at higher temperatures (Figure 1A and 1B). At 30 °C, both strains maintained 

viability above 60% after 40 hours of fermentation. However, at 40 °C, the Pedra-2 strain 

demonstrated greater stability, preserving approximately 60% viability after 40 hours, whereas 

Catanduva-1 exhibited viability below 40%. These results suggest that the Pedra-2 strain possesses 

greater resistance to thermal stress and prolonged fermentation periods. 
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Figure 1 - Evaluation of cell viability of the industrial yeast strains Pedra-2 (A) and 

Catanduva-1 (B) cultivated under different fermentation conditions. 

 
Source: research data. 

 

The results obtained in this study are consistent with the findings of Batistote and Santos (2020), 

who evaluated the cell viability of industrial yeast strains cultivated in sugarcane juice under 

temperatures of 30 and 40 °C. These authors observed that the Catanduva-1 strain exhibited an initial 

viability index of 90%, demonstrating its adaptation to the industrial fermentation process. However, 

at longer fermentation times, such as 20 and 40 hours, a significant reduction in cell viability was 

observed, particularly at higher temperatures, reinforcing the impact of thermal stress on yeast 

physiology. 

Furthermore, the influence of temperature on cell viability was also reported in the studies by 

Santos et al. (2021), who investigated the response of the Pedra-2 and FT858 yeast strains in a 

sugarcane juice-based substrate with a concentration of 22°Brix. The authors found that yeasts 

exhibited better viability indices at 30 °C, reaching 79% for Pedra-2 and 76% for FT858. However, 

at 40 °C, there was a significant decline in cell viability, suggesting that thermal stress affected 

budding capacity and resulted in cell viability loss. 

The literature highlights that Saccharomyces cerevisiae, the species to which the studied yeast 

strains belong, is widely used in biotechnological processes due to its metabolic capacity and 

resistance to different environmental conditions. However, factors such as high temperatures and 

prolonged fermentation periods can negatively impact cell viability. Studies indicate that 

temperatures above the optimal growth range can lead to protein denaturation and membrane 

dysfunction, ultimately reducing viability (Santos et al., 2021). 

It is well established that the ability of certain yeast strains to tolerate environmental stresses is 

associated with the production of specific metabolites and the activation of secondary metabolic 

pathways. For instance, the production of trehalose and the expression of heat shock proteins are well-
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known cellular protection mechanisms under stress conditions (Santos et al., 2021). The greater 

resistance observed in the Pe-2 yeast strain may be related to a more efficient expression of these 

defense mechanisms. 

From a practical perspective, the selection of yeast strains for industrial fermentation processes 

should consider thermal stress resistance and the ability to maintain high viability during prolonged 

fermentations. The Pe-2 yeast strain, demonstrating greater stability under high-temperature 

conditions and extended fermentation periods, presents itself as a promising candidate for optimizing 

efficiency and productivity in industrial processes operating under such conditions. 

Loss of cell viability is a direct consequence of these adverse effects. Yeasts exposed to high 

temperatures may experience irreparable damage that compromises their long-term survival. Cell 

death can result from a cascade of events triggered by protein denaturation and membrane damage. 

To mitigate these negative effects, cells often develop thermal stress response mechanisms, activating 

heat shock proteins and other defense systems (Silva et al., 2023). However, under extreme 

conditions, these mechanisms may be insufficient, leading to irreversible damage to the yeast cells. 

According to Mueller et al. (2020), elevated temperatures and high ethanol concentrations in 

the medium can cause more severe cellular damage, leading to alterations in deoxyribonucleic acid 

(DNA). In addition to ethanol, the fermentation medium may contain other toxic compounds, such as 

organic acids and aldehydes, which can impact the fermentative performance of yeasts. In this 

context, it is important to highlight that stress factors are crucial determinants of yeast metabolism 

and fermentative efficiency. 

The effects of stress factors on ethanol fermentation vary depending on the intensity and 

duration of exposure. Over short periods, yeasts can adapt by activating their defense and cellular 

repair mechanisms. However, prolonged exposure may lead to irreversible damage and cell death 

(Yang; Tavazoie, 2020). According to Coertjens et al. (2023), the success of fermentation is linked 

to the yeast's ability to withstand and overcome the stress factors present in the fermentation 

environment. The ability to resist thermal stress stands out as one of the key qualities for preserving 

cellular integrity. 

Saccharomyces cerevisiae produces metabolites that aid in the self-regulation of physiological 

functions and self-protection under extreme stress conditions. The analysis of glycogen concentration 

revealed differences in the metabolic profile between the studied yeast strains (Figure 2). The 

Catanduva-1 strain, when exposed to temperatures of 30 and 35 °C, exhibited a glycogen 

concentration lower than 50 nmoles.mg⁻¹.cells⁻¹. However, at 40 °C, a significant variation was 

observed, with values ranging between 60 and 75 nmoles.mg⁻¹.cells⁻¹ (Figure 2A). In contrast, the 

Pedra-2 strain presented glycogen concentrations of 130 and 170 nmoles.mg⁻¹.cells⁻¹ after 10 hours 

of fermentation at 30 and 35 °C, respectively, indicating a high concentration of this metabolite in the 
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cells. In subsequent fermentation times, glycogen concentrations in the Pedra-2 strain were more 

moderate (Figure 2B). This result may suggest that the lyophilization process induces cellular stress, 

reflected in elevated glycogen concentrations. 

 

Figure 2 - Evaluation of Glycogen Concentration in Industrial Yeast Strains Pedra-2 

(A) and Catanduva-1 (B) Cultivated Under Different Fermentation Conditions 

 
Source: research data. 

 

According to Berlowska, Kregiel, and Ambroziak (2013), immobilized yeast cells exhibit 

higher levels of glycogen and other structural compounds compared to free-state cells. This 

observation suggests that immobilization creates a more stable environment, promoting the 

accumulation of reserve carbohydrates that provide cells with protection against environmental 

fluctuations, leading to functional metabolic alterations. These changes can influence cell 

composition and result in significant implications for biotechnological processes, affecting the 

production of desired products such as ethanol. 

The fermentation environment is characterized by a series of conditions that can cause stress in 

yeast cells. These stress factors have the potential to significantly interfere with the physiological 

metabolism of the cells, affecting their metabolic pathways and consequently influencing the 

production of desired metabolites. Yeast cells' response to these stresses may involve the activation 

of defense mechanisms. However, the activation of these defense mechanisms often competes with 

normal metabolic pathways, diverting cellular resources that could otherwise be directed toward the 

desired production. Therefore, understanding and optimizing the fermentation environment is crucial 



 
 

 

Ensaios e Ciência, v.29, n.1, p. 202-211, 2025. 

to maximizing efficiency and the desired production while minimizing the negative impact of stress 

on yeast cells during the process. 

 

4 Conclusion 

The analysis of trehalose accumulation in the industrial strains Catanduva-1 and Pedra-2 

indicates a similar pattern, with a gradual increase over time and at different temperatures. The yeast 

Pedra-2 shows a higher trehalose accumulation during prolonged fermentations at high temperatures. 

The analysis of glycogen concentrations between the yeast strains Catanduva-1 and Pedra-2 

reveals distinct response patterns to the experimental conditions. Pedra-2 exhibits high glycogen 

concentrations at 30 and 35°C after 10 hours of fermentation, suggesting a possible influence of the 

lyophilization process. 

 

Acknowledgments 

The Universidade Estadual do Mato Grosso do Sul (UEMS); the Graduate Program in Natural 

Resources (PGRN); the Foundation for the Support of Teaching, Science, and Technology 

Development of the State of Mato Grosso do Sul (FUNDECT); the National Council for Scientific 

and Technological Development (CNPq); and the Coordination for the Improvement of Higher 

Education Personnel – Brazil (CAPES) – Code 001. 

 

References 
AZHAR, S.H.M. et al. Yeasts in sustainable bioethanol production: a review. Biochem. Biophysics Rep, v.10, 
p.52-61, 2017. doi:  https://doi.org/10.1016/j.bbrep.2017.03.003 

 

BATISTOTE, M.; SANTOS, M.S.M. Analysis of fermentative parameters and the importance of 

Saccharomyces cerevisiae in the development of goods and services. Res. Soc. Develop., v.9, n.11, 
p.e93691110586-e93691110586, 2020. 

 

BERLOWSKA, J.; KREGIEL, D.; AMBROZIAK, W. Physiological tests for yeast brewery cells immobilized 
on modified chamotte carrier. Antonie van Leeuwenhoek, v.104, p.703-714, 2013. 

doi:  https://doi.org/10.1007/s10482-013-9978-1 

 

BETLEJ, G. et al. Long-term adaption to high osmotic stress as a tool for improving enological characteristics 
in industrial wine yeast. Genes, v.11, n.5, p.576, 2020. doi: https://doi.org/10.3390/genes11050576 

 

BONATELLI, M.L. et al. Characterization of the contaminant bacterial communities in sugarcane first-
generation industrial ethanol production. FEMS microbiology letters, v. 364, n. 17, p. fnx159, 2017. 

doi:  https://doi.org/10.1093/femsle/fnx159 

 

BREXÓ, R.P.; SANT’ANA, A.S. Impact and significance of microbial contamination during fermentation for 

bioethanol production. Renewable Sustainable Energ. Rev., v.73, p.423-434, 2017. doi: https://doi.org/ 

10.1016/j.rser.2017.01.151 

 

CABALLERO-SANCHEZ, L. et al. Pilot-scale bioethanol production from the starch of avocado seeds using 

a combination of dilute acid-based hydrolysis and alcoholic fermentation by Saccharomyces cerevisiae. 

Microb. Cell Fact., v.22, n.1, p.119, 2023.  doi: https://doi.org/10.1186/s12934-023-02110-5 
 

https://doi.org/10.1016/j.bbrep.2017.03.003
https://doi.org/10.1007/s10482-013-9978-1
https://doi.org/10.3390/genes11050576
https://doi.org/10.1093/femsle/fnx159
https://doi.org/10.1186/s12934-023-02110-5


 
 

 

Ensaios e Ciência, v.29, n.1, p. 202-211, 2025. 

COERTJENS, N.C. et al. Evaluation of stress factors in the metabolism of Pedra-2 yeast. Sci. Electr. Arch., 

v.16, n.3, 2023. doi: https://doi.org/10.36560/16320231670 

 

CRAY, J.A. et al. Chaotropicity: a key factor in product tolerance of biofuel-producing microorganisms. 

Current Opinion ibiotechnol., v.33, p.228-259, 2015. doi: https://doi.org/10.1016/j.copbio.2015.02.010 

 

MORAES, D.C. et al. Digoxin derivatives sensitize a Saccharomyces cerevisiae mutant strain to fluconazole 
by inhibiting Pdr5p. J. Fungi, v.8, n.8, p.769, 2022. doi:  https://doi.org/10.3390/jof8080769 

 

EARDLEY, J.; TIMSON, D.J. Yeast cellular stress: impacts on bioethanol production. Fermentation, v.6, n.4, 
p.109, 2020. doi: https://doi.org/ 10.3390/fermentation6040109 

 

ELBAKUSH, A.E.; GÜVEN, D. Evaluation of ethanol tolerance in relation to intracellular storage compounds 
of Saccharomyces cerevisiae using FT-IR spectroscopy. Proc. Biochem., v.101, p.266-273, 2021. 

doi: https://doi.org/10.1016/j.procbio.2020.11.028 

 

GRELLET, M.A.C. et al. Genotypic and phenotypic characterization of industrial autochthonous 
Saccharomyces cerevisiae for the selection of well-adapted bioethanol-producing strains. Fungal Biol., v.126, 

n.10, p.658-673, 2022. doi: https://doi.org/10.1016/j.funbio.2022.08.004 

 

JHARIYA, U. et al. Understanding ethanol tolerance mechanism in Saccharomyces cerevisiae to enhance the 

bioethanol production: current and future prospects. BioEnergy Res., v.14, p.670-688, 2021. 

doi: https://doi.org/10.1007/s12155-020-10228-2 
 

LEE, S.S.; ROBINSON, F.M.; WANG, H.Y. Rapid determination of yeast viability. In: Biotechnol. Bioeng. 

Symp.;(United States). Univ. of Michigan, Ann Arbor, 1981. 

  
LIN, N.X.; XU, Y.; YU, Xi.W. Overview of yeast environmental stress response pathways and the 

development of tolerant yeasts. Syst. Microbiol. Biomanuf., p.1-14, 2022. doi: https://doi.org/ 

10.1007/s43393-021-00058-4 
 

MALAVASI, M. et al. A new two-phase passive temperature control system for a wine fermenter. Food 

Bioprod. Proc., v.139, p.11-23, 2023. doi: https://doi.org/10.1016/j.fbp.2023.02.003 

 
MENEZES, L.H.Q.; DE CASTRO, R.B.R.; ROCHA, E.M.F. Identificação de leveduras selvagens de um 

fermento de levedo industrial durante a produção de bioetanol–um biocombustível renovável. Braz. J. 

Develop., v.7, n.12, p.122102-122109, 2021. 
 

MOON, J.E. et al. Trehalose protects the probiotic yeast Saccharomyces boulardii against oxidative stress-

induced cell death. J. Microbiol. Biotechnol., v.30, n.1, p.54, 2020. 
doi:  https://doi.org/10.4014/jmb.1906.06041 

 

MUELLER, L.P. et al. The effects of thermal and ethanolic stress in industrial strains of Saccharomyces 

cerevisiae. Res. Soc. Develop., v.9, n.10, p.e6819109091-e6819109091, 2020. doi: https://doi.org/ 
10.33448/rsd-v9i10.9091 

 

NEVES, M.J. et al. Quantification of trehalose in biological samples with a conidial trehalase from the 
thermophilic fungus Humicola grisea var. thermoidea. World J. Microbiol. Biotechnol., v.10, p.17-19, 1994. 

doi: https://doi.org/10.1007/BF00357555  

 

PARROU, J.L.; TESTE, M.A.; FRANÇOIS, J. Effects of various types of stress on the metabolism of reserve 
carbohydrates in Saccharomyces cerevisiae: genetic evidence for a stress-induced recycling of glycogen and 

trehalose. Microbiology, v.143, n.6, p.1891-1900, 1997.  doi: https://doi.org/ 10.1099/00221287-143-6-1891 

 

QIU, X. et al. Stress tolerance phenotype of industrial yeast: industrial cases, cellular changes, and 

improvement strategies. Appl. Microbiol. Biotechnol., v.103, p.6449-6462, 2019.  doi: https://doi.org/ 

10.1007/s00253-019-09993-8 

https://doi.org/10.36560/16320231670
https://doi.org/10.1016/j.copbio.2015.02.010
https://doi.org/10.3390/jof8080769
https://doi.org/10.1016/j.funbio.2022.08.004
https://doi.org/10.1007/s12155-020-10228-2
https://doi.org/10.1016/j.fbp.2023.02.003
https://doi.org/10.4014/jmb.1906.06041
https://doi.org/10.1007/BF00357555


 
 

 

Ensaios e Ciência, v.29, n.1, p. 202-211, 2025. 

 

SAINI, P. et al. Response and tolerance of yeast to changing environmental stress during ethanol fermentation. 

Proc. Biochem., v.72, p.1-12, 2018.  doi: https://doi.org/10.1016/j.procbio.2018.07.001 
 

SALDAÑA, C. et al. Rapid and reversible cell volume changes in response to osmotic stress in yeast. Braz. J. 

Microbiol., v.52, p.895-903, 2021. doi: https://doi.org/10.1007/s42770-021-00427-0 

 

DA SILVA SANTOS, A.F. et al. Perfil de produção de etanol e trealose em Saccharomyces cerevisiae 

cultivadas em mosto a base de caldo de cana. Sci. Plena, v.14, n.7, 2018. 

doi: https://doi.org/10.14808/sci.plena.2018.076201 
 

SANTOS, M.S.M. et al. Evaluation of Thermal Stress in Saccharomyces cerevisiae concerning ethanol 

production and assimilation of amino acids in saccharine substrate. Orbital, p.280-285, 2021. 
 

SANTOS, M.S.M. et al. The action of light on Saccharomyces cerevisiae metabolism under different culture 

conditions. Holos, v.8, 2022. doi: https://doi.org/10.15628/holos.2022.10750 

 
SILVA, R.F. et al. Proteínas de choque térmico e perfil proteico em Saccharomyces cerevisiae. Observatório 

Econ. Latinoam., v.21, n.9, p.13403-13420, 2023. doi: https://doi.org/10.55905/oelv21n9-158 

 
WANG, L. et al. Engineering prokaryotic regulator IrrE to enhance stress tolerance in budding yeast. 

Biotechnol. Biofuels, v.13, p.1-18, 2020. doi: https://doi.org/10.1186/s13068-020-01833-6 

 
YANG, J.; TAVAZOIE, S. Regulatory and evolutionary adaptation of yeast to acute lethal ethanol stress. PLoS 

One, v.15, n.11, p.e0239528, 2020. doi:https://doi.org/ 10.1371/journal.pone.0239528 

 

YAP, C.F.et al. Model parameterization with quantitative proteomics: Case study with trehalose metabolism 
in Saccharomyces cerevisiae. Processes, v.9, n.1, p.139, 2021. doi: https://doi.org/10.3390/pr9010139 

 

ZENG, L. et al. Metabolome analysis of the response and tolerance mechanisms of Saccharomyces cerevisiae 
to formic acid stress. Int. J. Biochem. Cell Biol., v.148, p.106236, 2022. doi: 

https://doi.org/10.1016/j.biocel.2022.106236 

 

ZHENG, H. et al. Highly efficient rDNA‐mediated multicopy integration based on the dynamic balance of 
rDNA in Saccharomyces cerevisiae. Microb. Biotechnol., v.15, n.5, p.1511-1524, 2022. doi: 

https://doi.org/10.1111/1751-7915.14010 

https://doi.org/10.1016/j.procbio.2018.07.001
https://doi.org/10.1007/s42770-021-00427-0
https://doi.org/10.14808/sci.plena.2018.076201
https://doi.org/10.15628/holos.2022.10750
https://doi.org/10.55905/oelv21n9-158
https://doi.org/10.1186/s13068-020-01833-6
https://doi.org/10.3390/pr9010139
https://doi.org/10.1016/j.biocel.2022.106236

